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广州管圆线虫 L1、L2、L3、L4、L5 和成虫雄虫、雌虫中实时荧光定量 PCR。
在烯醇化酶基因全长克隆后，已将序列上传至 GenBank，AcEno基因序列号
为 KC800926。广州管圆线虫烯醇化酶基因全长 1667bp包含 1350bp的编码阅读










































Angiostrongylus cantonensis is a serious parasite causing parasitic zoonoses. The
infective third-stage larve of A. cantonensis which can stay in apple snails, fish,
shrimp and other intermediate hosts long, can cause eosinophilic meningitis, if people
eat them accidentally. Now the Angiostrongyliasis is seriously endangering people’s
health and it is having emergence of drug-resistant because of using more and more
anti-parasitic drugs and antibiotics. Therefore, carrying out the rearch of the control of
A. cantonensis from the perspective of genomics has become an inevitable
development trend. The energy metabolism of the parasites relies mainly on
glycolysis to obtain energy. Enolase, a vital enzyme during glycolysis, plays an
essential role in the metabolism of biological life.
In this paper we choose A. cantonensis as object of study and the Enolase gene
as the target gene. We cloned, over-expressed, detected the position and expression
differency of the Enolase in each period. First according to the partial sequence of A.
cantonensisEnolase (AcEno) found in the NCBI, we amplified 3’RACE and 5’ RACE
rapidly, obtaining the full length of the Enolase gene. The structure and functional
analysis of AcEno gene was forecast by some online software such as NCBI,
SignalP4.1. Specific primers were designed according to the full length of the gene
and we constructed the expressed vector. After the the recombinant proteinwas
prokaryoticexpressed and purified, it was used to prepare polyclonal antibody, that is
the primary antibody in our later Immunofluorescence localization of AcEno in each
stage of the worm. In order to compare the stage expression differency of AcEno
among L1, L2, L3, L4, L5, male and female worm, we did real-time quantitative PCR
experiments.
The sequence of the full-length of Enolase gene was uploaded to the GenBank
and got a sequence number of KC800926 after it was cloned. The result showed
AcEno gene is 1667bp in full length includes 1350bp encoding reading frame
(148-1452bp), including the 215 bp 3'UTR and 147bp 5'UTR, encoding 434 amino
acids, no signal peptide, but having a period of apparent transmembrane domain.
Results of Immunofluorescence localization showed that AcEno was equally















the parietal longitudinal muscle, intestine, testicles, Seminal vesicle and vas deferens
of male worm, while the female worm has a large amount of expression in the parietal
longitudinal muscle ， intestine , uterus, ovaries . AcEno, mainly expressed in
cytoplasm, is also mainly distributed in the region of high energy metabolism.
The result of Real-time PCR showed that expression of the AcEno could be
detected in each stage and the expression level of AcEno in the worms is almost
proportional to the growth. The expression level of AcEno in female worm was higher
than in the other period. Comparatively, the expression level in the male was
following behind, while it was the lowest expression in L2. We included
that expression of AcEno is inextricably linked to metabolic activity of the worm's life,
and possibly to the host where that stage of the worm stays.
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